Abstract
[bookmark: _GoBack]    A morphological study was Applied  on 273 patients in many areas of  the Al-Muthanna province   from the period of July 2017 to August  2018. Data such as sex, age, disease season, scar location on patient's body and place of residence were collected and analyzed by descriptive statistics.                                                                                                                      
            The highest percentage of cutaneous leishmaniasis was in females. The study showed that the highest percentage of cutaneous leishmaniasis cases were in December and January, than  began to decline gradually, reaching the lowest rate in August. It was found that the highest percentage of cutaneous leishmaniasis was in the 4-15 age group, while the lowest rate of infection in the age group was greater than 45 years. The study showed that the spreading of scar lesions on different organs in body was in face followed by the upper limbs, lower limbs, The statistical analysis shows that there is significant difference between cases. The number of skin lesions in patients with cutaneous leishmaniasis ranged from 1-8 spots. The single lesion accounted for the highest percentage, statistical analysis indicated that one lesion cases are significantly higher than the other cases, Geographical distribution of CL shown the higher percentage of infections was in Al-Samawa, while the lower infections were recorded in Al-warka. Statistical analysis shows the cases in Al-Samawa City are significantly higher than cases in other province cities. Regarding the difference between urban and rural area, data was reveals to the highest Cases was recorded in rural areas, statistical analysis indicating that significant difference is exist between the two areas.                                           
       During the study, about (18600) insects were collected in different areas of the study .The results were (2550) sand fly which including (719) males and (1633) females. three species of sand fly were found:(Phlebotomus  papatasi , Phlebotomus  sergenti, Sergentomyia sentoni). The caught specimens show that P. papatasi is the most abundant species .Molecular diagnostics using  Nested PCR method for 25 samples sand fly from 25 locations in study area (each sample contain 50 insect for sand fly) .Result showed 13 sample were positive, containing DNA for the parasite and  12 negative samples. Positive samples contain 11 samples of the L.major species and only 2 species of L.tropica species The results showed that the rural species of L.major were the dominant species in the study area. The 13 Positive sample of sand fly by Molecular diagnosis contain Leishmania parasite were tested by PCR method to diagnosis Virulence factor gene (Gp63) of Leishmania parasite in sand fly The results of these positive samples were shown It contains virulence factor gene (Gp63)   in the surface of promastigote .This refers to presence of Leishmania parasite in sand fly. The study is the first one which detected the presence of Leishmania by the virulence factors gene GP63 in sand fly insect body.                                                                                                                 
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