PWNR

) Lo B i

1dadiy Ja100/pt 8-6 (e Lehud ¢ 5 5Ty Didi s pall (o gl 5l Aas o W) pa La 330 (5 5o

a5 5_all Agaall (mlaa¥) Jii g aall Jakia o Adadlaally o iy g Al 3 () oS5 10 sl

[ ]
A a5 lisa sl
Al sdl) () saall g Adalaiall O gaall 5 il s i) Jiy o 58 1l sm 1S-1-00 @
b s ¢ penll all S o suiall (IS sasgll 5 o saall By o sy ol s2m @
A sall 3 R S5
sl iy o s 30 (il IS 0SB o
aa dely daillig s A (antibodies)ssbzad) sl engodsmsK 5 e
.antigensd
Ol U gty il leny o gy s cumall Gl s Lo 3Ol 8 05 138 35 g s olill o
e g Al g 3l Jady
Proteins
l l l
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Globular proteins  Fibrous proteins Plant proteins
Albumins 1. Keratins 1. Glutelins
Globulins 2. Collagens 2. Prolamins
Histones 3. Elastins 3. Lectins
Protamins
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Nucleoproteins
Glycoproteins
Lipoproteins
Phosphoproteins
Flavoproteins
Metalloproteins
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Product
Reaction progress
activation energy. Enzymes accelerate

reactions by de_creasing AGT, the free
energy of activation.
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Holoenzyme = Apoenzyme + Cofactors

protein part  + nonprotein part
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